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Abstract

Coconut (Cocos nucifera L.) is a member of the family Arecaceae. It is a tropical fruit that
can be found through various locations around the world. It is one of the most economically
important plants in Thailand. All parts of the plant can be used for foods or house-hold devices.
There are several cultivars grown in Thailand, with some unique characters for each of them. Four
cultivars of coconuts including ‘Poungroi’ coconut, ‘Nam Hom’ coconut, ‘Fai’ coconut, and ‘Ka-
thi” coconut were collected for genetic analysis with ‘Mak nuan’ (Veitchia merrillii (Becc.) H.E) as
an outgroup. The genetic relationships analysis of coconut was performed by Inter Simple Sequence
Repeat (ISSR) technique. Out of 33 primers screened 16 successful primers produced clear banding
patterns with 381 total bands consisting of 112 positions. The banding patterns were used for
dendrogram construction by UPGMA method. The dendrogram clearly distinguishes all studied
cultivars. ‘Poungroi’ coconut is closely related to ‘Nam Hom’ coconut than others with genetic
similarity value (S) of 0.82, where ‘Fai’ coconut is closely related to ‘Ka-thi’ coconut with S of
0.79. The genetic analysis of coconut cultivars is useful for extension of genetic conservation of

plant germplasm.

Keywords: Cocos nucifera L./ DNA fingerprinting/ Inter-Simple Sequence Repeat (ISSR)
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